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List of Figures: Figure S1 . Reversibility of the thermal unfolding of LytA 239-252 monitored by CD Figure S2 . 13 C profiles for LytA [239] [240] [241] [242] [243] [244] [245] [246] [247] [248] [249] [250] [251] [252] Figure S3
. LytA 239-252 interaction with DPC examined by CD Figure S4 . 1 H, 13 C-HSQC spectra showing the cross-peaks for the aromatic residues of LytA [239] [240] [241] [242] [243] [244] [245] [246] [247] [248] [249] [250] [251] [252] Figure S5. NOE summary for LytA [239] [240] [241] [242] [243] [244] [245] [246] [247] [248] [249] [250] [251] [252] in 30 mM DPC-d38 Figure S6 . Effect of paramagnetic compounds on 2D 1 H, 1 H-TOCSY spectra of LytA [239] [240] [241] [242] [243] [244] [245] [246] [247] [248] [249] [250] [251] [252] in 30 mM DPC-d38 Figure S7 . Cartoon representation of a hypothetical model for LytA [239] [240] [241] [242] [243] [244] [245] [246] [247] [248] [249] [250] [251] [252] helix/DPC micelles complex compatible with fluorescence and NMR data. Table S1 . 1 H and 13 C chemical shifts for LytA [239] [240] [241] [242] [243] [244] [245] [246] [247] [248] [249] [250] [251] [252] in different solvent conditions at pH 3.0 and 25ºC Table S2 . Structural statistics parameters for the ensemble of the 20 lowest target function conformers calculated for peptide LytA [239] [240] [241] [242] [243] [244] [245] [246] [247] [248] [249] [250] [251] [252] in aqueous solution and in micelles. [239] [240] [241] [242] [243] [244] [245] [246] [247] [248] [249] [250] [251] [252] in the presence of 30 mM DPC; far-UV CD spectra recorded at 5 ºC (black line), then at 90 ºC (red line) and finally at 5 ºC after cooling down the sample (blue line). Inset, temperature dependence of the ellipticity at 225 nm; (C) Determination of the critical micelle concentration of DPC in 20 mM Gly buffer, pH 3.0, using DPH as probe (see Materials and Methods). The arrow points to the determined cmc value. Figure S10. Distribution of aromatic/hydrophobic (green) and polar/charged (cyan/red) side chains in (A) the SESYW11 β-hairpin structure (Santiveri, Rico et al. 2000) , and (B) a putative helix for peptides SESYW11 represented as a helical wheel. In panel A, the amino and carboxylate termini are labelled by 'N' and 'C', respectively. 6.95, 7.58 6.86, 7.58 6.95, 7.60 6.75, 7.44 6.62, 7.15 6.97, 7.61 
